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Abstract 
Fusarium is a type of mould capable of producing several diseases in cereals. Infection is a 
worldwide problem associated with yield losses and the accumulation of toxic secondary 
metabolites, mycotoxins, which are harmful to both humans and animals. F. graminearum, F. 
culmorum, F. avenaceum, F. poae, and F. tricinctum, including corresponding mycotoxins 
were quantified in wheat samples from 6 distinct areas in Sweden. High levels of both 
Fusarium and toxins were detected; however no samples exceeded current limit values. The 
most dominant species of Fusarium were F. avenaceum and F. graminearum and the most 
common mycotoxins were deoxynivalenol and enniatin B. 
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