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Abstract

Francisella tularensis is one of the most infectious organisms known, requiring as few as 10
bacteria to cause infection. In this study a phylogenomic analysis of F. tularensis was
performed, constructing phylogenetic trees for 210 F. tularensis genes that had homologues in
each of 15 other γ-proteobacteria and Bacillus anthracis Ames. The results indicate that F.
tularensis is not closely related to any of the other included γ-proteobacteria.
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